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Abstract: Small, non-coding strands of RNA have been identified as a significant player in the pathology of cancer.
One of the first miRNAs to be shown as having aberrant expression in cancer was miR-10b. Since the inaugural
study on miR-10b, its role as a metastasis promoting factor has been extensively validated. To date, more than 100
studies have been completed on miR-10b and metastasis across 18 cancer types. This immense set of information
holds possibilities for novel methods to improve the lives of many. This review outlines what is currently understood
of miR-10b’s clinical significance, its molecular regulation, and the possible diagnostic and therapeutic methods
leveraging miR-10b as a fundamental target in metastatic cancer. Such methods would move us closer to developing a truly individualized therapeutic strategy against cancer and will likely provide unique information about cancer
staging, disease outcome, metastatic potential, and ultimately survival.
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Introduction
Cancer is a complex disease that is the secondleading cause of death in the United States.
Understanding of cancer as a genetic disease
has greatly progressed over the past decade.
Small, non-coding strands of RNA have been
identified as a significant player in the pathology of cancer. These microRNAs (miRNAs) have
been shown to be differentially expressed
across different cancers and tissues.
MiRNAs exert their effect by working with the
RNA-induced Silencing Complex (RISC) to pair
with target messenger RNA (mRNA) sequences
and post-transcriptionally regulate gene expression. It is this effect that allows miRNAs to
either promote or suppress the formation and
progression of cancerous tumors. The study of
miRNA has blossomed in recent years allowing
for many new candidates to be identified for
further research in hopes of elucidating new
methods for diagnosis or therapy.
One of the first miRNAs to be shown as having
aberrant expression in cancer was miR-10b in
the 2007 study by Ma L, et al. [1]. Since the in-

augural study of miR-10b, its role as a metastasis promoting factor has been uncovered. To
date, more than 100 studies have been completed on miR-10b and metastasis across 18
cancer types. This immense set of information
holds possibilities for novel methods to improve
the lives of many. The following review will outline the current stance of the literature on the
clinical significance of miR-10b in each type of
metastatic cancer, the pathway in which miR10b exerts its effects, and the possible diagnostic and therapeutic applications.
Pre-clinical and clinical evidence of miR-10b’s
role in cancer
MiR-10b is correlated with disease progression
in most of the 18 types of cancer studied [1-28].
One of these cancers, glioblastoma, is well
investigated but is not highlighted in this review,
because it is rarely metastatic.
MiR-10b has been studied to the greatest
degree in breast cancer relative to other types
of cancer. The increased expression of miR-10b
has been associated with multiple outcomes,
including increased metastasis [1, 6-14], in-
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creased invasive potential in vitro [6, 29] and in
vivo [1, 12, 30], increased migration [29, 30],
increased epithelial-mesenchymal transition
[31], angiogenesis [1, 32, 33], and increased
proliferation [8, 30]. These changes result in
worse clinical outcomes, including increased
tumor size [8, 11, 29, 34], advanced clinical
stage [1, 8], and short, relapse-free survival
[13, 35, 36].
MiR-10b is also associated with the expression
of already known biomarkers for breast cancer.
Regardless of metastatic status, miR-10b expression is positively correlated with HER2 positivity [8, 37] and negatively correlated with
estrogen and progesterone receptor positivity
[8, 11]. This association further supports the
link between miR-10b and breast cancer metastatic potential, given that HER2 positivity and
hormone receptor negativity are known predictors of tumor aggressiveness.
Additional evidence of the pleiotropic effects of
miR-10b as a driver of breast cancer invasiveness and metastasis is provided by the proven
positive correlation between miR-10b expression and stemness or self-renewal in breast
cancer stem cells [31]. Specifically, the authors
found that stable overexpression of miR-10b in
MCF-7 cells resulted in higher self-renewal and
expression of genes that promote stemness,
and epithelial-mesenchymal transition. Use of
synthetic antagomirs against miR-10b resulted
in decreased stem cell self-renewal [31].
miR-10b is also a well-studied biomarker in
colorectal cancer. In the predominant number
of investigations, miR-10b expression has been
correlated to multiple outcomes that reflect its
role as an oncogene. It has been repeatedly
shown that miR-10b expression is associated
with increased invasion [2, 4, 5, 38] and
increased metastasis [2-5, 39]. Beyond its role
in the spread of tumors, miR-10b has been
associated with increased tumor size [2] and
non-differentiated tumors [2, 4], which suggests a role in proliferation as shown for other cancers. These characteristics influenced
by miR-10b expression have resulted in associated clinical effects. Increased miR-10b
expression is correlated with advanced stage
[4, 5] and poorer survival [4, 38] in colorectal
cancer.
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In contrast to the above, a study found a decreased level of expression of miR-10b in the
paired liver metastasis in comparison to the primary colorectal cancer tumors [40]. In a similar
study of primary tumors with paired liver metastases, miR-10b expression was unchanged
between controls, disease free, and metastatic
tissues [41]. However, both of these studies
were based on very small patient cohorts (20 or
less) and likely did not have sufficient power to
detect any effects.
A deep sequencing study on colorectal cancer
tumors and their associated metastases yielded no significant clinicopathological outcomes
that were associated with miR-10b except
increased expression in tumors of the right
colon compared to those of the left colon or
rectum [42]. Still, this finding is significant
because it is known that patients with a primary tumor on the right side of the colon (cecum,
ascending colon, hepatic flexure, and transverse colon), have shorter overall survival (OS)
compared with patients whose primary tumors
are found on the left side of the colon (splenic flexure, descending colon, sigmoid, and
rectum).
Other gastrointestinal malignancies that are
linked to miRNA-10b include gastric, hepatocellular, and pancreatic cancer. With respect to
these cancers, there is overall consensus in the
literature regarding the role of miRNA-10b as
an oncogene and driver of metastasis. In gastric cancer, miR-10b was found to be over
expressed in metastasis-positive vs. metastasis-negative tumors [25, 43]. The greater metastatic ability appears to be through enhanced
invasion [25, 43, 44]. MiR-10b overexpression
is also correlated with increased proliferation,
migration, size of tumor, and metastasis [43,
44]. In terms of clinical outcomes, the expression of miR-10b was correlated with prognosis
and advanced clinical stage [43, 44].
In hepatocellular carcinoma (HCC), miR-10b
was shown to be upregulated in metastatic tissue [20, 45]. Increased levels of miR-10b were
associated with poorer overall survival and
served as an independent prognostic factor
[20]. Inhibition of miR-10b resulted in decreased migration and invasion [20], whereas the
overexpression of miR-10b induced increased
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migration [20, 45], invasion [20, 45], and proliferation [45].
The role of miR-10b in pancreatic cancer is
especially pronounced. MiR-10b expression
has been shown to be elevated in pancreatic
ductal adenocarcinoma (PDAC) in comparison
to normal tissue [46, 47]. While miR-10b
expression levels do not differentiate between
stages of PDAC [46], miR-10b is associated
with EMT, proliferation, invasion, migration, and
tumor growth [47], indicating a pleiotropic
effect on disease aggressiveness.
Because of this strong biological association,
miR-10b has been established as a significant
prognostic biomarker. In EUS-FNA samples,
miR-10b expression has been found to be higher in cancerous tissues compared to CK-19
positive benign tissues [18]. As a prognostic
factor, higher miR-10b levels at EUS-FNA biopsy
predicted shorter metastasis-free survival.
Higher miR-10b levels at stages I and II of disease had a three-fold increase in risk of developing metastasis [46]. In a less invasive method than EUS-FNA biopsy, miR-10b plasma
levels were increased in PDAC patients in comparison to healthy controls, suggesting that it
could be used instead as the diagnostic measure [47, 48].
In agreement with the above studies, it was
also found that increased miR-10b expression
in a common hepatic artery lymph node of
patients being resected was correlated with
increased disease recurrence and shorter
relapse-free survival [49]. The increase of miR10b expression was found in 14 of 30 studied
periampullary carcinomas [49]. Further evidence derives from studies, which found that
decreased miR-10b expression is associated
with improved response to neoadjuvant therapy [18, 46], increased survival [18], delayed
time to metastasis [18], and improved likelihood of surgical resection [18, 46]. Combined,
these studies provide incontrovertible evidence
that miR-10b could serve not only as a useful
predictive biomarker but also as a potent therapeutic target in malignancies of gastrointestinal origin. The impact of such interventions
would be especially high in pancreatic cancer,
which is the only cancer with a survival rate of
less than 10%. Exocrine pancreatic adenocarcinoma, in particular, is a devastating diagnosis
defined by a mere 1% 5-year survival when
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diagnosed at an advanced inoperable stage,
which defines 80% of the cases. Despite overall progress in research, the prognosis for people with this malignancy has not improved in
over 40 years. There are currently no treatments found to be effective in the long term for
patients with advanced disease who are ineligible for surgery, a prognosis representing the
majority of pancreatic cancer diagnoses.
Another aggressive cancer, associated with low
survival rates for which miR-10b could represent a useful diagnostic and therapeutic target,
is lung cancer. Multiple studies have shown the
relationship between increased miR-10b expression and increased metastasis in nonsmall-cell lung cancer (NSCLC) [21-24]. Upon
investigation of peripheral blood mononuclear
cells (PBMCs), miR-10b expression levels were
significantly higher in NSCLC patients as compared to healthy controls. Higher miR-10b
expression in NSCLC was correlated with lymph
node and distant metastasis [22-24, 50]. In
terms of clinical outcomes, the higher miR-10b
expression was correlated with a worsened
5-year survival rate and poorer prognosis [23,
24]. In studying the underlying biology of miR10b in NSCLC tumors, miR-10b overexpression
was correlated to enhanced invasion and migration, contributing to greater metastatic potential [21, 51]. Additionally, miR-10b expression was correlated with increased proliferation
[51], linking miR-10b to not only metastatic
potential but also tumor growth. In lung squamous cell carcinoma, it was found that miR-10b
expression correlates with the presence of
metastasis but not cancer recurrence, indicating an effect on migration and invasion but a
lack of effect on stemness [50].
There is also strong evidence of association
between miR-10b expression and disease progression in melanoma. In vitro studies revealed
that miR-10b is upregulated in melanoma cells;
suggesting that in this cancer, miR-10b may be
involved in cancerogenesis [52]. In animal models, miR-10b was identified and verified as a
marker of metastasis, showing a 3.7-fold increase between non-metastatic and metastatic primary tumors [17]. Clinical studies revealed
that the levels of miR-10b in serum were higher
and allowed discrimination between healthy
volunteers and melanoma patients as well as
between varying clinical stages of melanoma
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patients [52]. miR-10b expression was positively correlated with increased lymph node metastasis, advanced clinical stage, and shortened
survival rate [52]. These results are important
because they reveal a dual role of the miRNA in
carcinogenesis and disease progression in
some of the most common cancer types.

metastasis. Although minimally invasive follicular thyroid carcinoma (MI-FTC) is usually noninvasive, miR-10b was one of three miRNAs to be
upregulated in the cases that did become
metastatic [19]. Widely invasive FTC (WI-FTC),
which commonly spreads, showed increased
expression of miR-10b as well [19].

miR-10b has also been implicated in the progression of rare malignancies. An example is
presented by nasopharyngeal carcinoma (NPC).
NPC is commonly found in southeast Asia and
Northern Africa and is closely linked to infection with Epstein-Barr virus (EBV) [53]. In one
study, expression of miR-10b for EBV-positive
NPC was not associated with metastases at
the lymph nodes or at extra-nodal sites. However, miR-10b was associated with advanced
T3-T4 clinical stage which suggests miR-10b
could enhance proliferation and not migration
or invasion for NPC [54]. Conversely, in other
studies, miR-10b enhanced metastasis of EBVpositive NPC, but it did not initiate the process
in non-metastatic cells [15]. Additionally, it was
found that miR-10b does not promote growth of
the tumor, but is associated with the mobility
of cancer cells [55]. Further study confirmed
miR-10b’s role in motility showing its effect in
promoting epithelial-mesenchymal transition
(EMT) [56].

Contrary to the cancers highlighted above,
there are malignancies that are either not
strongly associated with miR-10b or in which
miR-10b plays a tumor-suppressive role. One
example is bladder cancer. Pre-clinical studies
in cell lines and animal models showed that
miR-10b is overexpressed with metastasis and
its expression is associated with increased
migration, invasion, and metastasis [28]. Conversely, in clinical studies, miR-10b was found
to be downregulated in tumor tissue in comparison to adjacent normal tissue [62]. This study
did not find miR-10b to correlate with any clinical parameters, including prognosis and survival [62].

Additional malignancies for which miR-10b
appears to play a pro-tumorigenic, pro-metastatic role include endometrial cancer [57],
osteosarcoma [58], esophageal cancer [59],
laryngeal cancer [60], retinoic acid induced
neuroblastoma [26], and thyroid cancer [19,
61]. In all of these cancers, preclinical studies
have linked the function of miR-10b to distinct
molecular phenotypes including decreased
apoptosis and increased proliferation and
migration in endometrial cancer [57], increased
proliferation, migration, and invasion as well as
decreased apoptosis in osteosarcoma [58],
increased motility and invasion without an
associated effect on metastasis in esophageal
cancer [59], increased migration, invasion, and
metastasis as well as poorer differentiation in
neuroblastoma [26], and increased migration,
invasion, and EMT without an effect on proliferation in laryngeal carcinoma [60].
Thyroid cancer represents a distinct area of
interest because in that malignancy, there is
clear evidence that miR-10b acts as a driver of
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Another example is presented by cervical cancer. The single study examining miR-10b and
cervical cancer metastasis included 44 patients with small cell cervical cancer (SCCC)
[63]. MiR-10b was found to be down-regulated
in advanced-stage SCCC tissues in comparison
to early-stage SCCC tissues [63]. However, miR10b was not associated with metastasis or survival [63].
The most convincing evidence of a tumor-suppressive role of miR-10b is with relevance to
clear cell renal cell carcinoma (ccRCC). In
ccRCC, miR-10b alone was found to not be
associated with any clinical parameters. However, the miR(21/10b) ratio was associated
with disease severity and survival [64]. An
increased value for the ratio, meaning decreased expression of miR-10b, was correlated
with poor prognosis and was an independent
prognostic factor for metastasis-free survival
[64]. In further study, miR-10b expression was
found to decrease in a step-wise fashion from
healthy kidney tissue to primary ccRCC tissue
to metastatic ccRCC tissue [65-69]. Increased
miR-10b expression was also correlated with
longer disease-free survival [65, 67, 68] and, in
tumor sizes greater than 4 cm, overall survival
[65].
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Table 1. miR-10b influences multiple clinical and molecular parameters across cancer types
MiR-10b

Tumor
Advanced Overall
Metastasis
EMT Invasion Migration Proliferation Apoptosis
size
stage
survival

Colorectal cancer

↑

↑

↑

Breast cancer

↑

↑

↑

↑

Nasopharyngeal carcinoma

↑

↑

↓

Melanoma

↑

↑

↓

↑

↑

↑

↑

↑

↑

↑

↑

Endometrial cancer
Pancreatic cancer

↑

↓
↑

↑

↑

Renal cell cancer

↑
↑

Hepatic cancer

↑

↓

↑

↑

Lung cancer

↑

↓

↑

↑

↓

↑

Retinoic acid-induced neuroblastoma

↑

↑

↑

↑

↑

Esophageal cancer

↓

↑

↑

↑

Osteosarcoma
Bladder cancer

↑
↑

Thyroid cancer

Gastric cancer

↑

↑

Laryngeal cancer

↑

↑

↑

↑

↑

↑

↑

↑

↓

Figure 1. Molecular pathways of miR-10b regulation.

These associations between miR-10b expression and clinical parameters as well as molecular phenotype are summarized in Table 1. They
provide a clear record of the global and fundamental role played by miR-10b in human cancer. To a varying degree, depending on cancer
type and methodological nuance, miR-10b has
been implicated as a driver of tumor cell migration, invasion, differentiation, proliferation and
apoptosis. In patients, these effects have
translated into increased incidence of metastasis, greater disease aggressiveness, and short1678

er survival rates. However, while mostly oncogenic, miR-10b could also be associated with
tumor-suppressive properties, particularly in
renal carcinoma, calling for care in designing
therapeutic interventions targeted at this
miRNA.
The miR-10b pathway
The molecular pathways in which miR-10b is
known to participate are summarized in Figure
1. Overall, there is limited knowledge about
Am J Cancer Res 2018;8(9):1674-1688
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upstream effectors of miR-10b expression or
function. Here we would like to focus on a wellestablished upstream regulator of miR-10b
that provides a direct link between miR-10b
expression and the biological effects that it
exerts on cancer progression and metastasis,
such as EMT and tumor cell invasion. Namely,
we would like to focus on the TWIST-1 member
of the TWIST family of transcriptional factors.
It has been shown across multiple studies that
upregulation of TWIST-1 results in an increased
expression of miR-10b [1, 2, 15, 54, 70, 71].
One of the pathways by which TWIST-1 promotes miR-10b expression involves matrix hyaluronan (HA), an extracellular matrix component
that serves as the ligand for CD44 [72]. CD44
is a protein implicated in cell-cell interactions,
namely cell adhesion and migration. The HACD44 complex activates c-SRC which then
phosphorylates TWIST-1. When TWIST-1 is phosphorylated, it is in the activated form allowing
for promotion of miR-10b expression [72]. With
this, tumor cell migration could be promoted.
A second upstream regulator of miR-10b expression is Epstein-Barr virus latent membrane
protein 1 (LMP1). In addition to inducing increased expression of TWIST-1 [15, 54], LMP1
is linked to mechanisms involving NF-kB [73], a
demonstrated promoter of miR-10b, which is
critical for EMT [74]. Additionally, LMP1 is linked
to inducing EGFR expression, increasing activation of the P13K/Akt pathway resulting in
prevention of apoptosis, downregulation of
E-Cadherin, increased expression of the MMP
family, and the transition from E- to N-Cadherin
expression [73]. These processes provide an
indirect connection between miR-10b and its
role in cell death and migration/invasion.
A less well-known regulator of miR-10b expression is breast cancer metastasis suppressor 1
(BRMS1), a transcription factor that has long
been associated with decreased metastasis
and improved clinical outcomes [75]. However,
the BRMS1 mechanism of action is still not fully
understood with a variety of targets but no indication of direct or indirect control [76].
Additionally, the identified targets do not suffice for the complete anti-metastatic effects of
BRMS1 [76]. BRMS1 has an inhibitory effect on
miR-10b expression, a finding that helps to
more completely explain its phenotypic effects
[77, 78].
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Our understanding of the pathway miR-10b
uses to exert its effects is constantly evolving.
However, the currently known downstream
effects of miR-10b can be divided into six pathways: promotion of migration and invasion, promotion of EMT, inhibition of apoptosis, promotion of proliferation, induction of angiogenesis,
and disabling of immune checkpoints.
Migration and invasion are the hallmark of metastatic potential. As shown in Table 1 miR-10b
is associated with migration and invasion for
many of the researched metastatic cancers.
Homeobox D10 (HOXD10), a transcription factor, has been shown to be a target of miR-10b,
resulting in decreased HOXD10 expression in
the presence of increased miR-10b expression
[1, 5, 12, 25, 28, 29, 43, 45]. The reduced
HOXD10 expression was correlated with upregulation of RhoC [1, 5, 12, 25, 29, 43, 45], a Rho
GTPase with an essential role in migration and
invasion [79]; uPAR [45], a proteinase receptor
with a role in migration [80]; MMP-2 [45], a
metalloproteinase implicated in migration and
invasion [81]; and MMP-9 [45], a metalloproteinase with wide-ranging effects, including
being required for invasion by docking to CD44,
promoting angiogenesis, and decreasing apoptosis [81]. Reduced HOXD10 expression is also
associated with inhibition of E-Cadherin [28],
an essential protein for cell adhesion and is
correlated with the transition from a benign
state to an invasive/metastatic state [82].
Thus, HOXD10 appears to be an essential part
of miR-10b promoting invasion and migration.
A recent publication also identified the protooncogene c-Jun as a key target at the receiving
end of the miR-10b pathway. c-Jun is a transcription factor that plays a critical role in stimulation of cell proliferation and tumor progression. Interestingly, c-Jun is translationally activated by loss of cell contacts or restructuring
of the cytoskeleton-a process specific to the
metastatic tumor cell and characterized by loss
of E-cadherin expression [83]. This accumulation of c-Jun protein is not associated with an
increase of c-Jun mRNA or increased MAPK
activity [83]. Instead, the effect is mediated by
RhoC and NF1, two downstream targets of miR10b [83]. This is another essential part of the
metastasis-promoting effects of miR-10b.
Some studies have identified downstream
effects without including the complete pathway
Am J Cancer Res 2018;8(9):1674-1688
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elucidation. Increased miR-10b expression results in decreased E-Cadherin expression [2, 8,
24, 55, 56, 60, 71, 84], an effect related to
reduced HOXD10 expression. E-Cadherin was
found to concurrently decrease while N-Cadherin expression increases [60]. N-Cadherin is
a protein that promotes migration and invasion
[85]. This results in the acquisition of mesenchymal spindle-like morphology.
Increased miR-10b expression is also correlated with decreased Homeobox 3 (HOXB3) expression [57]. HOXB3 is a transcription factor
that has been implicated in colorectal, prostate, and lung cancers with possible effects on
migration [86]. The overexpression of miR-10b
also results in decreased expression of vimentin [56], an intermediate filament protein associated with organizing critical proteins for
attachment, migration, and cell signaling [87].
Additionally, miR-10b binds to the 3’-UTR of
CDM1 mRNA to repress translation [20]. This
relationship was further confirmed by CADM1
being inhibited by miR-10b overexpression
[20]. Silencing of CADM1 resulted in a similar
increase of migration and invasion to the overexpression of miR-10b [20].
KLF4 is another transcription factor that has
been shown to be a target of miR-10b [28, 51,
56, 58, 59]. The decreased expression of
KLF4 induced by miR-10b has been correlated with inhibition of MMP14 [28], a metalloproteinase implicated in migration and invasion [81]. Finally, MiR-10b targets T Lymphoma
invasion and metastasis-inducing protein 1
(Tiam1), which is a mediator of migration, invasion, and Rac activation, with unclear effects
[88, 89].
Epithelial-to-mesenchymal transition is an essential part of the metastatic phenotype. As
shown in Table I, about a quarter of examined
metastatic cancers show a relationship between miR-10b and EMT. As mentioned above,
KLF4 is a target of miR-10b [28, 51, 56, 58,
59]. The associated inhibition of MMP14 [28] is
not only implicated with migration and invasion
but EMT as well [81]. In addition, the modulation of KLF4 expression by miR-10b overexpression is also correlated with an increased
expression of Notch1, which was found to be a
factor in the activation or deactivation of the
EMT program [56]. HOXD10 also has a role in
EMT through its alteration of RhoC expression.
1680

RhoC plays an essential role in metastasis
through promotion of EMT in addition to migration and invasion [79].
Although miR-10b does not have a widespread
role in apoptosis for metastatic cancers, as
shown in Table I, there are aspects of the pathway that have elucidated how this effect is
exerted. The overexpression of miR-10b results
in decreased expression of Apaf-1 [84], a central scaffold protein of the apoptosome which
is an essential part of the apoptosis-induction
pathway [90], In addition, MMP-9, a target of
HOXD10, has a demonstrated inhibitory role for
apoptosis [81]. This link to apoptosis, as well as
the association with proliferation, could explain
the role of miR-10b in secondary tumor growth,
as shown for some cancers. Proliferation is an
important part of new colonization by metastasizing tumor cells. As seen in Table I, increased
proliferation has been observed as an effect of
increased miR-10b expression in metastatic
cancers. MiR-10b is shown to inhibit phosphatase and tensin homolog (PTEN), which results
in maintained AKT activation [31, 84], a Ser/
Thr kinase associated with proliferation, apoptosis, and growth [91]. This effect on the PI3K/
AKT pathway allows for the improved selfrenewal found in cancer stem cells highly
expressing miR-10b.
Another study found that miR-10b inhibits
TBX5, which, in turn, inhibits PTEN and DYRK1A,
proposing that the inhibition of PTEN occurs
through TBX5 [30]. This effect of AKT phosphorylation is one that was found to also be
correlated with HOXD10 expression suggesting
a possible overlap in the proposed pathways
[25, 43]. Thus, a pathway could include HOXD10
modulating TBX5 which then alters PTEN and
subsequently AKT activation.
An additional pathway of increased proliferation through HOXD10 is through uPAR. uPAR
has been demonstrated to promote proliferation in addition to its role in migration [80].
Finally, HOXB3 has been implicated with
increased proliferation as well as its role in
migration as described before [86].
miR-10b’s role in angiogenesis has only been
examined in breast cancer. However, there
have been several implicated pathways. Heparin has a demonstrated ability to inhibit
tumor-associated angiogenesis, and thrombin
Am J Cancer Res 2018;8(9):1674-1688
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has been shown to promote angiogenesis [33].
These effects were discovered to be exerted
through modulation of miR-10b expression
[33]. Thrombin upregulates miR-10b and upstream transcription factor TWIST-1 to result in
inhibited HOXD10 expression [33]. Increased
HOXD10 expression was shown to arrest angiogenesis [33]. Heparin binds to thrombin to
inhibit the observed pro-angiogenic effects
from thrombin [33]. Heparin is not able to inhibit miR-10b if thrombin is silenced by its siRNA
[33].
A second target of miR-10b to promote angiogenesis is syndecan-1 [32]. Syndecan-1 expression was inversely correlated with miR-10b
expression and found to be a predicted target
of miR-10b [32]. Syndecan-1 has been demonstrated to modulate tumor angiogenesis [92].
Interestingly, miR-10b was shown to have a role
in immune-checkpoint regulation by targeting
MICB, a ligand of NKG2D, resulting in worsened
elimination of tumor cells by NK cells [93].
Introduction of antistamiR-10b showed greater
NKG2D-mediated killing of tumor cells in vitro
and greater clearance of tumor in vivo [93]. This
is a somewhat novel and unexpected effect of
miR-10b that warrants further investigation in
the context of immunotherapy.
Possible targets have been identified in other
studies as suggestions for future research. A
study using a Bayesian Network statistical
model along with multibody simulation to identify miRNA-mRNA interactions with clinical features found an interaction model between miR10b and the genes FOXO1, SATB1, SERPINB5,
and STARD10 [94]. SATB1 is a promoter of EMT
in breast cancer [95]. FOXO1, SERPINB5, and
STARD10 are tumor suppressors for breast
cancer [96-98].
With particular relevance to the role of miR-10b
in ccRCC, miR-10b can take on a tumor suppressive role. This effect has not been as extensively studied, but the additional potential targets of miR-10b, as a tumor suppressor, are
PDGFB [65], ETS1 [65], GRB2 [65], PIK3CA [65,
66], PIK3R3 [65], CRK [65, 66], BCL2 [65],
MDM2 [65], and PAK7 [66].
This evidence provides a glimpse into the complex signaling networks that involve miR-10b as
a key player in cancer progression and metas-
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tasis. However, complete pathway elucidation
is far from completed. Nevertheless, if miR-10b
is to be explored as a diagnostic and therapeutic target in cancer, a more complete picture of
the molecular function of miR-10b within the
tumor cell context is necessary, in order to not
only design more efficient interventions but
also to be able to predict any off-target effects
resulting from these interventions.
Diagnostic applications of miR-10b
The staple of reducing mortality due to cancer
has been early detection. One of the most
promising features of miR-10b is the ability to
use it as a predictive biomarker for cancer. First
steps in this direction have already been made. Cerebrospinal fluid (CSF) was studied in
patients, and miR-10b was found to be upregulated in the CSF of patients with glioblastoma
or brain metastases from breast or lung cancer
in comparison to the CSF of patients with
tumors in remission or other non-neoplastic
conditions [27]. Using miR-10b as part of a seven-miRNA signature, the model differentially
detected glioblastoma and metastatic brain
cancers with accuracy between 91 and 99%
[27].
miR-10b levels could also be measured in the
blood plasma. In a study of 4T1 injected BALB/c
mice, miR-10b expression reached its peak in
week six, the final week [99]. Following surgery
at week six, miR-10b levels greatly decreased
in plasma suggesting that the tumor released
miR-10b into the circulation [99].
MiR-10b plasma levels are also associated with
PDAC [47, 48]. Patients with pancreatitis are at
increased risk for PDAC, and the symptoms
often overlap making a dignosis difficult. In the
highlighted study, miR-10b plasma levels, measured retrospectively, could predict the presence of PDAC when 19-9 and carcinoembyonic
antigen levels, two commonly used cancer biomarkers, were normal [48]. In NSCLC, miR-10b
expression in peripheral blood mononuclear
cells (PBMCs) was able to differentiate between
healthy controls and NSCLC patients with an
86.5% sensitivity and a 76.9% specificity [23].
Using biopsies, miR-10b was used in a model to
predict aggressiveness in ccRCCs which had a
sensitivity of 93.8% and a specificity of 83.3%
[67]. MiR-10b was also used to differentiate
Am J Cancer Res 2018;8(9):1674-1688
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between benign and ccRCC tissues with a sensitivity of 86.7% and a specificity of 92.9% [67].
Further development of analysis models for
biopsy samples will allow the identification of
patients that are at increased risk of progression, an ability not currently available.
A 4-miRNA signature in tumor tissue, that
includes miR-10b, created a risk status that
was associated with metastasis in clear cell
renal carcinoma with an OR of 5.5 [CI: 1.2324.51, P<0.05] and survival with a relative risk
of 12.68 [CI: 2.97-54.13, P<0.0001] for high
risk versus low risk classifications by the signature [69]. The success of these models shows
the possibilities of using miR-10b as a prognostic factor in the analysis of the existing tumor.
Being able to stratify tumors based on aggressiveness will naturally better inform the need
for more aggressive treatment and/or the need
for increased surveillance of the patient.
In addition to serving as a predictive biomarker
for disease progression, miR-10b could also be
useful as a diagnostic biomarker. The miR10a/10b ratio was predictive of the primary
site of the tumor in head and neck and lung
squamous cell carcinomas with a ROC of 0.922
to 0.982 [100]. This allows for better discrimination between two cancers that arise in similar locations.
The expression of miR-10b has also been correlated with a tumor’s sensitivity to treatments.
Measuring the miR-10b levels of the tumor
before beginning treatment could better inform
therapeutic decisions. MiR-10b expression is
negatively correlated to sensitivity to 5-fluorouracil (5-FU)-based therapies [38]. The pathway of effect was found to be miR-10b directly
inhibiting pro-apoptotic BIM in vitro, which is a
factor targeted by 5-FU and Cisplatin [101,
102]. Resistance to tamoxifen, the most frequently used drug for estrogen receptor-positive breast cancer, is also related to miR-10b.
MiR-10b expression induced greater tamoxifen
resistance. The mechanism was determined to
be miR-10b inhibiting histone deacetylase 4
(HDAC4) [103].
These examples illustrate the relevance of miR10b as a diagnostic biomarker in cancer. This is
a highly clinically relevant application, given the
lower threshold for FDA approval, as compared
to therapeutic interventions. By far the most
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valuable advancement using these miR-10b
targeted diagnostic methods would be the ability to discriminate between high-risk and lowrisk disease and the capacity to identify the
presence of metastasis. Such knowledge would
be instrumental in guiding treatment choice as
part of a rational individualized therapeutic
approach.
Therapeutic applications of miR-10b
Currently, there are a number of approaches
that could be used to affect miRNA expression
for therapy. Two general methods that are clinically relevant involve the local or systemic
administration of antagomirs/mimics or small
molecule miRNA inhibitors. One of the most
notable therapeutic studies on the use of miR10b antagomirs addressed metastatic breast
cancer [10]. The results of this study showed a
significant decrease in miR-10b expression and
increased expression of HOXD10 [10]. Additionally, the treatment did not have negative
effects on healthy cells. The treatment was
highly specific and did not alter expression of
other miRNAs, including miR-10a which shares
the same stem loop sequence [10].
Inhibition of miR-10b using antisense technology has shown promise in other preclinical
models. Reduced tumor growth was observed
following treatment with miR-10b-antisense oligos in triple-negative breast cancer [104] and
glioblastoma [84]. Additionally, introduction of
miR-10b-antisense inhibitors to breast cancer
stem cells resulted in a decrease in stem-cell
self renewal [31]. With respect to its role in
immune cell regulation, miR-10b inhibition
showed greater NKG2D-mediated killing of
tumor cells in vitro and greater clearance of
tumor in vivo [93]. From these examples, it
becomes clear that as a therapeutic target miR10b has a diverse set of possible effects which
all lend to improved clinical outcomes. This is a
promising route of treatment. However, it cannot be indiscrimitely applied, as evidenced by
the fact that miR-10b inhibition in LMP1positive NPC did not affect invasiveness and
motility, despite the fact that LMP1 is associated with inducing TWIST-1 expression, a promoter of miR-10b [15].
Taking advantage of the mechanism by which
miR-10b exerts its promotion of tamoxifenAm J Cancer Res 2018;8(9):1674-1688
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resistance, miR-10b inhibiting HDAC4, could
allow for successful therapy [103]. This approach warrants further investigation as an
alternative to using the modification of the
HDAC family as a part of solving drug-resistance
in ER-positive breast cancer. MiR-10b was
found to be one of two miRNAs to be differentially expressed across each examined cisplatin-resistant germ cell tumor [105]. Therefore,
further study is warranted for determining the
association between miR-10b and the mechanism of cisplatin-resistance in hopes of elucidating a method to overcome the resistance.
Our own work focused on miR-10b as a therapeutic target in breast cancer based on the
finding that miRNA-10b acts as a master regulator of the viability of metastatic tumor cells
[106-108]. We developed a therapeutic strategy based on miR-10b inhibition, which relied on
LNA antagomirs delivered to metastatic cells
by dextran-coated iron oxide nanoparticles
(termed MN-anti-miR10b). We demonstrated
that MN-anti-miR10b prevented the genesis of
new metastases, following intravenous injection [106]. When combined with low-dose chemotherapy, MN-anti-miR10b triggered durable
regression of local lymph node metastases in a
murine breast cancer model [107]. In a model
of Stage IV metastatic breast cancer, we demonstrated that combination therapy with
MN-anti-miR10b and low-dose doxorubicin led
to regression of pre-existing distant metastases in 65% of the animals and inhibition of the
formation of multiple organ metastases in 94%
of the animals [108].
Evidence in favor of the choice of miR-10b as a
therapeutic target comes from a pivotal study,
which explored the effects of complete knockout of miR-10b in murine models of breast cancer [30]. As it is essential to minimize off-target
effects, miR-10b was shown to be dispensable
for normal development but essential for
tumorigenesis in miR-10b-deficient mice [30].
These mice showed delayed tumorigenesis and
suppressed EMT, intravasation, and metastasis [30]. This demonstrates the value of miR10b as a therapeutic target with potentially
minimal off-target effects.
While not comprehensive, this list of studies
illustrates first steps into the uncharted territory of miR-10b targeted cancer therapy. Given
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the lack of therapeutic approaches specifically
directed towards unique properties of the
metastatic tumor cell, such endeavors could
yield significant and transformative outcomes
against metastatic cancer, a distinct disease
that has largely evaded attempts at curative
therapeutic intervention.
Conclusion
As evidenced by this overview, the potential of
miR-10b as a therapeutic and diagnostic target
in cancer is highly significant. miR-10b has
been linked to metastatic potential, disease
progression, and outcome in multiple clinical
studies spanning a wide range of cancers. This
observation suggests that miR-10b plays a fundamental role in human malignancy and underscores the anticipated impact that could be
made by therapeutic approaches centered
around miR-10b. While still vague, the pathways by which miR-10b exerts its effects, especially with regard to metastasis, are beginning
to emerge. As we gain a more thorough understanding of these networks, we would be able
to more accurately predict the phenotypic
effects exerted by miR-10b-centered interventions with the goal of stratifying patients based
on disease outlook, anticipated treatment outcome, and off-target toxicity. Such an approach
would move us closer to developing a truly individualized therapeutic strategy against cancer,
despite its focus on a broadly-based fundamental molecular regulator of metastasis, such
as miR-10b. With regard to miR-10b’s value in
clinical diagnostics, there is already ample evidence, as detailed in this review, that it is feasible to develop minimally invasive or noninvasive methods that are centered around miR-10b
as a biomarker. More importantly, such methods will likely provide unique information about
cancer staging, disease outcome, metastatic
potential, and ultimately survival, and have an
extraordinary impact as guides to therapy.
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